The effectiveness of abating hybridity in a rhesus breeding colony was evaluated.
S H O R T P A P E R
Mitigating Chinese-Indian rhesus macaque (Macaca mulatta) hybridity at the California National Primate Research Center (CNPRC) 
| METHODS
The National Research Council Guidelines for Use and Care of Laboratory Animals were followed. Experimental protocols were approved by the UC Davis IACUC. STR genotypes for 6945 animals were generated using methods described in Kanthaswamy et al.
6 Table 1 lists the number of newborns in each year that were analyzed.
The identity of the birth cohort as well as the generation to which an animal belonged was used to investigate diachronic changes in genetic composition. Allele numbers (Na), observed heterozygosity (OH), expected heterozygosity (EH), inbreeding coefficient (FIS) and pairwise FST (to assess the degree of genetic differentiation among birth cohorts) estimates were computed using Arlequin v3.5. and 2015 (Table 1 and Fig. 1 ).
| DISCUSSION
This study shows that that serial attrition and replacement of Chinese The genetic structure and composition of birth cohorts suggest that annual newborns have not genetically diverged. The genetic diversity of the birth cohorts is an important genetic resource for future breeding programs, which should be maintained in the CNPRC breeding stock. Molecular and pedigree analyses are important and useful in the genetic management of captive breeding colonies, and in the case of the CNPRC, these approaches are critical for future breeding programs.
